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Supplementary Figure 1: Levels of CT45A1, CT45A5, CT47A1, PLAC1, SYCP1, SSX2 and
SSX4B in normal mammary tissue (n=6) and DCIS samples (n=31) in the GSE26304 dataset. In
red are the means + SEM.
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Supplementary Figure 2: Levels of NY-ESO-1, CT46, CXorf61 and LEMDL1 in ER negative
(n=10) and ER positive (n=21) DCIS samples in the GSE26304 dataset. In red are the means +

SEM.
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Supplementary Figure 3: Levels of LEMD1, CXorf61 and CT46 in basal (n=7) and non-basal
(n=24) DCIS samples in the GSE26304 dataset. In red are the means + SEM.
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Supplementary Figure 4: Expression levels of NY-ESO-1, CT46, CXorf61, LEMD1, CT47Al,
MAGEA1 and MAGEA10 in sample DCIS-142 from the GSE26304 dataset compared to the
mean levels in six normal samples.



